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Current guidelines suggest that all patients with metastatic colorectal C 1. "\ (2. Mutant specific single base extension
cancer (MCRC) have their tumors tested for KRAS, NRAS and BRAF

mutations to predict for response to EGFR inhibitors. Testing for 1% 0%
these alterations has traditionally been performed on tissue biopsies [ #stant Temginn | Eca
which are invasive and sometimes not feasible. Blood-based = =
analyses (“liquid biopsy”) may overcome these limitations by -

evaluating circulating cell-free DNA (cfDNA) from peripheral blood.
This study evaluates the performance characteristics of the Agena
Bioscience UltraSEEK™ chemistry on the MassARRAY® System to
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*The UltraSEEK™ Colon
Cancer Panel on the
MassARRAY® System has
excellent accuracy and is
able to detect mutations in
KRAS, BRAF, NRAS, PIK3CA
and EGFR at low mutation
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*Twenty Horizon Discovery DNA
samples evaluated gave accurate
mutation results. Mutations
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detect low frequency mutations in cfDNA.

detected in 10 FFPE tumor DNA
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NGS based methods.

L% L I
E -

*A total of 18 blood samples were Blood cfDNA Results
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The UltraSEEK™ Colon Panel assesses 107 mutations in 5 genes Validation with additional

blood samples collected from
patients with mCRC and
known tissue mutation status
IS underway.
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] X ] *A subset (n = 3) of the positive
UltraSEEK Colon Panel e ’ W controls. blus - CTDNA samples were run in
process control, triplicate with concordant results.
red - mutation DNA samples from 3 HD controls
specific assay. Top were also run in triplicate with
panel - 0.5% concordant results.
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Extracellular domain mutations across Exon 12

Codons 12, 13 of Exon 2; Codons 59, 61 of Exon 3;

mutant sample,
middle - wild type
DNA, bottom -
NTC.
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Codons 542, 545 of Exon 9; Codon 1047 of Exon 20

Table 1: Genes and mutations covered in the Agena Colon Panel.

normal plasma spiked with mix of
mutant cell line DNA mutations
were detected at 5-10 copies.
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